Peer reviewed version Cyswllt i'r cyhoeddiad / Link to publication
166
For DNA fragmentation, the resulting genomic DNA was heat-fragmented at 95 °C gradient was 5% B (0-1 min), 5 to 80% B (1-7 min), 80 to 100% B (7-11.5 min), and 250 100 to 5% B (11.5-12 min). The system was finally held at 5% B for 3 min to re- standards. Then, the corresponding peak areas were integrated using the same software.
273

Determination of catechol dioxygenase activity
274
To investigate the catechol 2,3-dioxygenase activity, a spectrophotometric method was 275 used, in which the formation of oxidation products is followed. Briefly, the strain was cultures.
373
The level of degradation of n-decane and n-tetradecane could not be obtained as 374 both chemicals could not be detected under our analytical platform. However, n-375 decanoic (in n-decane microcosm) and n-tetradecanoic acid (in the n-tetradecane 376 microcosm) were detected at high level ( 
396
Taken together, as shown in Table 2 , signatures for the degradation of the 5 397 chemicals predicted as being used as carbon sources (Fig. 1) were experimentally found 398 (Table 2) , thus confirming a total agreement with our predictions.
399
Discussion
400
In this report, we described new insights into the degradation capacities of the copper- Table 2 , the presence of n-decanoic acid, catechol, protocatechuate and 3-oxoadipate was confirmed by target LC-MS analysis. The degradation of catechol was confirmed by measurement of catechol-2,3-dioxygenase activity. Note: n-decane has been used as example of the ability of strain DSM 45259 to degrade alkanes, although cultivation tests and target metabolomics analysis also demonstrated its ability to degrade n-tetradecane.
